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TABLE DR1. ANALYTICAL DATA FROM THE BELEMNITE MARLS, CHARMOUTH, DORSET, UK.

Sample Height “Age™1 wi% CaCO, W% TOC Bed Ammonite
number (mj {Myr) Numbers*2 Biostratigraphy*3
S+1 23.91 N.A. 78.00 0.32 Top 121 Top luridum SZ & ibex Z
50 23.88 NL.A. 75.27 0.39 Base 121 Base furidum S2
S-1 23.85 N.A. 57.28 0.75 Topi20e Top valdani SZ
5-2 23.82 NLA, 59.75 0.85

5-3 23.79 N.A. 59.41 Q.79

S-4 23.76 N.A. §3.35 1.33

8-5 23.73 N.A. 5322 113

56 23.70 N.A. 51.97 1.3 Base 120d
S-7 23.67 1.6844 44.78 295 120¢
S-8 23.64 1.6833 41.42 3.66 Top 120b
3-9 23.61 1.6822 36.21 3.99

5-10 23.58 1.6811 36.62 4.76

5-11 23.55 1.6800 35.72 5.10

5-12 23.52 1.6750 38.35 3.59

513 23.49 1.6700 51.80 2.39

5-14 23.46 1.6600 27.90 3.54

315 23.43 1.8500 44.00 2.35

5-16 23.40 1.6400 27.20 3.10

517 23.37 1.6367 36.59 4.70

5-18 23.34 1.6333 41.40 3.48 Base 120a
5-19 23.31 1.6300 43.98 3.09 Top 119
35-20 23.28 1.6200 36.29 418

S-21 23.25 1.8150 41.40 253

3-22 23.22 16100 49.39 237

5-23 23.19 1.6067 48.95 3.42

5-24 23.18 1.6033 49.70 A

5-25 23.13 1.6000 4717 2.96

5-26 2310 1.5800 55.76 1.94

5-27 23.07 1.5800 47.03 2.77

5-28 23.04 1.5750 53.97 1.72

5-29 23.01 1.5700 62.35 1.32

S-30 22.98 1.56867 55.12 a1

5- 22.95 1.6633 53.05 3.60

5-32 2292 1.5600 45.49 4.58

5-33 22.89 1.55600 51.03 3.00

5-34 22.86 1.5467 37.37 519

5-35 22.83 1.5433 38.50 4.72

5-36 22.80 1.5400 29.36 5.62

5-37 2277 1.5367 4242 3.48

5-38 22.74 1.5333 48.52 2.84

§8-39 2271 1.5300 51.31 213

S-40 2268 1.8267 41.81 2.96

5-41 22.65 1.6233 4012 217

5-42 22.62 1.5200 36.47 2.88

5-43 22.59 1.5100 4932 1.55

5-44 22.56 1.5050 45,59 3.25

S5-45 22,53 1.5000 32.85 539

S5-46 22.50 1.4967 40.22 6.02

5-47 2247 1.4933 45.40 6.01

5-48 22.44 1.4900 46.21 5509



5-49
5-50
5-51
5-52

5-54
5-55
5-56
557
S-58
5-59
5-60
561
5-62
5-63
5-64
5-85
566
567
5-68
5-69
5-70
5-71
5-72
5-73
5-74
5-75
8-76
5-77
5-78
5-79
8-80
S-81
5-82
5-83
5-34
5-85
S-86
5-87
5-88
5-89
S-90
5-91
5-92
593
5-94
595
5-96
5-97
598
5-99
S-100
S-101

22.41
22.38
22.35
22.32
2229
22.26
22.23
22.20
2217
2214
22.11
22.08
22.05
22.02
21.99
2196
21.93
21.80
21.87
21.84
21.81
21.78
21.75
21.72
21.69
21.66
21.63
21.60
2157
21.54
21.51
21.48
21.45
21.42
21.39
21.36
21.33
21.30
21.27
21.24
21.21
21.18
2115
2112
21,09
21.08
21.03
21.00
20.97
20.94
2041
20.88
20.85

1.4800
1.4750
1.4700
1.4650
1.4600
1.4580
1.4560
1.4540
1.4520
1.4500
1.4450
1.4400
1.4367
1.4333
1.4300
1.4275
1.4250
1.4225
1.4200
1.4167
1.4133
1.4100
1.4050
1.4000
1.3967
1.3933
1.3900
1.3850
1.3800
1.3780
1.3760
1.3740
1.3720
1.3700
1.3650
1.3600
1.3550
1.3500
1.3400
1.3367
1.3333
1.3300
1.3275
1.3250
1.3225
1.3200
1.3183
1.3167
1.3150
1.3133
1.3117
1.3100
1.3000

36.93
37.37
57.74
44.83
4365
47.92
52.14
5512
58.37
59.49
50.99
48.14
50.66
57.19
57.36
4530
43.54
41.69
38.03
4203
45.62
48.67
45.53
30.14
33.99
39.57
44.77
41.34
35.63
36.98
4372
47.92
51,76
51.97
43.07
42 67
51.02
52.02
46.26
46.68
49.08
52.72
47.60
46.74
46.32
42.80
44 .59
43.21
42,83
43.87
48.24
49.49
41.62

6.29
5.54
1.48
3.29
3.8v
2.97
1.47
1.03
1.08
1.11

1.87
1.93
1.82
1.40
1.49
219
217
214
2.64
1.80
1.75
1.53
1.72
2.64
2.28
197
1.80
1.85
2.30
2.21

1.76
1.55
1.48
1.48
2.58
214
1.21

1.40
1.65
157
1.47
1.36
1.87
1.82
1.78
3.28
1.89
1.93
1.A1

1.68
1.40
1.37
1.80

Base 119
Top 118d

7Base 118d
?Top 118c

Base 118¢
Top 118b
Base 118k
Top 118a

Base valdani SZ
Top masseanum SZ

Base masseanum SZ & ibex Z
Top jamesoni SZ & Z



S-102
5-103
S-104
S-105
S-106
5107
5-108
S-109
5-110
S-111
S-112
5113
5-114
5-115
5-116
5-117
BM+180
BM+159
BM+158
BM+157
BM+156
BM+155
BM+154
BM+153
BM+152
8M+151
BM+150
BM+149
BM+148
BM+147
BM+148
Bi+145
BM4+144
BM+143
BM+142
BM+141
BM+140
BM+139
BM+138
BM+137
BM+136
BM+135
BM+134
BM+133
BM+132
BM+131
BM+130
BM+129
BM+128
BM+127
BM+1286
BM+125
BM+124

20.82
20.79
20.76
20.73
20.70
2067
20.64
20.61
20.58
20.55
20.62
20.49
20.46
20.43
20,40
20.37
20.34
20.31
20.28
20.25
20.22
20.19
20.16
2013
2010
20.07
20.04
20.01
19.98
19.85
19.92
19.89
19.86
19.83
19.80
19.77
19.74
19.71
19.68
19.65
19.62
19.59
15.56
19.53
19.50
19.47
19.44
19.41
19.38
19.36
18.32
18.29
18.28

1.2950
1.2800
1.2850
1.2800
1.2767
1.2733
1.2700
1.2650
1.2600
1.2575
1.2550
1.2525
1.2500
1.2450
1.2400
1.2367
1.2333
1.2300
1.2267
1.2233
1.2200
1.2183
1.2167
1.2150
1.2133
1.2117
1.2100
1.2050
1.2000
1.1975
1.1950
1825
1900
L1800
A767
1733
700
1650
1600
13567
1533
L1500
1450

U U U U [ SR T

—

.1388
1.1375
1.1363
1.1350
1.1338
1.1325
1.1313
1.1300
1.1286

47.37
50.02
47.84
35.31
3717
44.35
51.88
45,46
40.39
44.05
43.77
45.49
47.37
38.32
36.17
38.56
44.56
50.16
47.72
48.52
38.32
877
40.92
43.15
47.64
55.97
56.30
44,84
43.97
45,18
44.29
48.63
55.81
48.07
53.42
56.84
63.18
62.78
52.97
53.11
54.54
55.49
44.58
43.97
46.99
44.73
47.87
45.98
44.74
48.00
51.85
57.90
55.32

1.36
1.24
1.48
2.49
200
177
138
1.76
2.49
1.85
1.57
1.48
1.42
3.08
3.36
d.e2
3.10
2.06
215
272
3.60
285
2.48
2.10
1.93
1.42
1.14
1.94
1.94
2.00
219
1.83
1.17
1.59
1.31
1.21
0.79
0.96
1.89
1.93
1.57
1.40
3.10
3.7
2.60
2.77
2.46
272
2.85
277
2.48
1.57
1.81

Base 118a
Top 117

Base 117
Top 116



BM+123
BM+122
BM+121
BM+120
BM+119
BM+118
BM+117
BM+116
BM+115
BM+114
Bh+113
BM+112
BM+111
BM+110
BM+102
BM+108
BM+107
BM+108
BM+105
BM+104
BM+103
BM+102
BM+101
BM+100
BWM+92
BM+98
BM+97
Bi+36
BM+35
BM+54
BM493
BM+92
BM+91
BM+30
BM+89
Bh4-88
BM+B87
BM+86
BM+85
BM+84
BM+B3
BM+82
BM+81
BM+80
BM+79
BM+78
BM+77
BM+76
BM475
BM+74
BM+73
BM+72
BM4+71

19.23
18.20
18.17
18.14
8.1
19.08
19.05
19.02
18.99
18.96
18.93
18.90
18.87
18.84
18.81
18.78
18.75
18.72
18.69
18.66
18.63
18.60
18.57
18.54
18.51
18.48
18.45
18.42
18.39
18.36
18.33
18.30
18.27
18.24
18.21
18.18
18.15
18.12
18.09
18.06
18.03
18.00
17.97
17.94
17.91
17.88
17.85
17.82
17.79
17.76
17.73
17.70
17.67

1.1232
1.1200
1.1175
1.1150
1.1125
1.1100
1.1000
1.0966
1.0933
1.0900
1.0883
1.0867
1.0850
1.0833
1.0817
1.0800
1.0767
1.0733
1.0700
1.0686
1.0871
1.0657
1.0643
1.0629
1.0614
1.0600
1.0567
1.0533
1.0500
1.0400
1.0367
1.0333
1.0300
1.0267
1.0233
1.0200
1.0180
1.0100
1.0067
1.0033
1.0000
0.9967
0.9933
0.2900
0.9850
(.9800
08767
0.89733
0.9700
0.9650
0.9600
0.9567
0.9533

47.03
44.32
46.35
5237
57.22
58.45
47.50
51.81
54.44
56.73
56.17
55.28
59.36
60.64
47.54
42.73
49.10
57.23
62.48
58.49
53.81
54.69
47.47
45.21
44.27
40.62
51.52
53.24
60.13
53.06
56.17
58.79
63.01
55.01
50.75
49.97
58.10
62.22
57.01
52.37
50.40
5417
56.31
56.45
54.44
45.83
50.11
52.07
58.27
53.03
43.92
44.02
50.75

3.22
2.21
1.81
1.57
1.23
1.09
1.70
1.1
1.08
0.89
0.74
0.71
0.55
0.56
1.84
2.07
1.56
0.90
0.69
112
1.33
1.10
1.68
187
203
2.26
1.52
1.36
1.05
1.24
1.06
0.96
0.96
1.25
1.60
147
0.79
0.593
1.28
1.29
1.45
1.11
0.99
1.07
124
1.57
1.23
1.02
0.84
0.95
1.17
1.19
0.85

Base 118
Top 115



BM+70
Bi+62
BM+68
BM+67
BM+66
BM+65
BM+64
Bi+83
BM+g2
BM+81
BM+60
BM+59
BM+58
BM+57
BM-+56
BM+55
BM4+54
BM4+53
BM+52
Bi+51
BM+50
BM+49
BM+48
BM+47
BM+46
BM+45
BM+44
BM+43
BM+42
Bli+41
BM4-40
BM+39
BM+38
BM+37
BM+36
BM+35
BM+34
BM+33
BM4+32
BM+31
BM+30
Bil+29
BM+28
Bmai27
BM+26
BM+25
Bi+24
BM+23
BM+22
BM+21
BiA+20
BM+18
BM+18

17.64
17.61
17.58
17.55
17.52
17.49
17.48
17.43
17.40
17.37
17.34
17.31
17.28
17.25
17.22
17.19
17.16
17.13
17.10
17.07
17.04
17.01
16.98
18.95
16.92
16.89
16.86
16.83
16.80
16.77
16.74
18.71
18.68
16.65
16.62
16.59
16.56
16.53
18.50
18.47
16.44
16.41
16.38
16.35
16.32
16.29
16.26
16.23
16.20
18.17
16.14
16.11
16.08

0.8500
0.8450
0.8400
0.8375
0.9350
0.9325
0.9300
0.9275
0.9250
0.9225
0.8200
0.9150
0.2100
0.2050
0.8000
0.8975
Q.8950
0.8925
0.8900
0.8880
0.8860
0.8840
0.8820
0.8800
0.8767
0.8733
0.8700
0.8667
0.8633
0.8600
0.8580
0.8560
0.8540
0.8520
0.8500
0.8475
0.8450
0.8425
0.8400
0.8367
0.8333
0.8300
0.8280
0.8260
0.8240
0.8220
0.8200
0.8180
0.8180
0.8140
0.8120
0.8100
0.8067

54.43
51.77
42.05
4228
48.23
60.33
64.45
G292
53.57
50.76
45.14
49.74
58.85
58.64
57.46
58.24
63.40
63.17
66.07
65.92
65.68
57.92
50.59
4841

54.83
59.68
66.41

8§4.77
47 .43
43.01

44,986
51.96
56.98
62.00
62.64
55.48
47.33
44.77
35.28
39.62
53.10
58.00
55.04
49.86
41.72
37.42
31.85
37.27
30.32
51.01

52.64
54.95
50.67

0.67
0.89
1.48
1.19
1.02
0.59
0.67
0.64
0.88
1.39
1.54
1.02
0.70
0.92
1.02
1.05
0.85
0.67
0.70
0.74
0.75
0.90
.98
11

0.84
Q.77
0.75
0.76
2.11

2.61

1.96
1.30
0.99
0.62
0.55
0.67
2.83
4.24
412
273
0.95
0.70
1.0
1.45
2.43
513
5.21

2.35
1.91

1.04
0.94
6.90
1.44

Base 115
Top 114

Base famesoni 52
Top brevispina 82



BM+17
BM+16
BM+15
BM+14
BM+13
BM+12
BM+11
BM+10
BM+9
BM+8
BM+7
BM+6
BM+5
Bht+4
BM+3
BEM+2
BM+1
BMO
BM-1
BM-2
BM-3
Bit-4
Bi-5
BM-6
BM-7
BM-8
BM-8
BM-10
BM-11
BM-12
BM-13
BM-14
BM-15
BM-16
BM-17
Bn-18
BM-19
Bw-20
BM-21
BM-22
BM-23
BM-24
BM-25
8M-26
BM-27
BrM-28
BM-29
BM-30
BM-31
BM-32
B8M-33
BM-34
BM-35

15.05
16.02
15.99
15.96
15.93
15.90
15.87
15.84
15.81
15.78
15.75
15.72
15.69
15.66
15.63
15.60
15.57
15.54
15.51
15.48
15.45
15.42
15.39
15.36
15.33
15.30
15.27
15.24
15.21
15.18
1615
15.12
15.08
15.06
156.03
15.00
14.97
14.94
14.91
14.88
14.85
14.82
14.79
14.76
14.73
14.70
1467
14.64
14.61
14.58
14.55
14.52
14.49

0.8033
0.8000
0.7988
0.7975
0.7963
0.7950
0.7938
0.7925
0.7913
0.7800
0.7886
0.7871
0.7857
0.7843
Q.7829
0.7814
0.7800
0.7789
0.7778
0.7767
0.7756
0.7744
0.7733
0.7722
0.7711
0.7700
0.7680
0.7660
0.7640
0.7620
Q.7600
0.7586
0.7571
0.7557
0.7543
0.7529
0.7514
0.7500
0.7483
0.7467
0.7450
0.7433
0.7417
0.7400
0.7386
0.7371
0.7357
0.7343
0.7329
0.7314
0.7300
0.7280
0.7260

42.22
38.70
39.60
39.94
41.95
46.28
46.44
48.42
63.14
53.82
49.41
45.95
43.47
40.02
32.36
31.53
30.08
35.72
38.68
49.97
55.14
59.62
64.14
§7.55
686.76
7012
69.19
58.82
52.92
44.35
35.45
46.85
52.72
58.32
58.82
68.87
69.72
70.90
70.62
63.84
63.06
60.81
48.77
38.97
4512
5215
54.81
59.92
683.67
65.70
68.05
88.02
60.33

2.46
2.63
2,29
2.46
197
1.83
1.87
176
1.24
0.96
1.23
1.61
1.68
1.90
2.78
3.15
3.1
2.53
2.07
0.66
0.80
0.62
0.59
0.59
0.75
0.51
0.48
0.61
0.92
1.75
3.66
1.90
1.20
0.99
0.83
0.55
0.51
0.40
0.47
0.40
0.35
0.45
1.52
1.96
1.58
0.82
0.89
0.63
0.63
0.52
0.33
0.47
0.62

Base 114
Top 113e

Base 113e
Top 113d

Base 113d
Top 113¢

Base 113¢
Top 113b

Base 113b
Top 113a

Base 113a Base brevispinag 82



BM-36
BM-37
BM-38
BM-39
BM-40
BM-41
BM-42
BM-43
BM-44
BM-45
BM-46
BM-47
BM-48
BM-48
BM-50
BM-51
BM-52
BM-53
BM-54
BM-55
BM-56
BM-57
Bh-58
BM-52
BM-60
BM-61
Bi-62
BM-63
BM-64
BM-65
BM-66
BM-67
BM-68
BM-69
BM-70
BM-71
Bm-72
BM-73
BM-74
BM-75
BM-76
BM-77
BM-78
BM-79
BM-80
BM-81
BM-82
BM-83
BM-84
BM-85
BM-86
BM-87
Br-88

14.46
14.43
14.40
14.37
14.34
14.31
14.28
14.25
14.22
14.19
14.16
14.13
14.10
14.07
14.04
14.01
13.98
13.95
13.92
13.89
13.86
13.83
13.80
13.77
13.74
3.7
13.68
13.65
13.62
13.59
13.56
13.53
13.50
13.47
13.44
13.41
13.38
13.36
13.32
13.29
13.26
13.23
13.20
13.17
13.14
1311
13.08
13.05
13.02
12.99
12.96
12.93
12.90

0.7240
0.7220
0.7200
0.7180
0.7160
0.7140
0.7120
0.7100
0.7083
0.7067
0.7050
0.7033
0.7017
0.7000
0.6986
0.6871
0.6957
0.6943
0.6929
0.6914
0.6900
0.6886
0.6871
0.6857
0.6843
0.6829
0.6814
£.6800
0.6783
0.6767
0.6750
0.6733
0.6717
0.8700
0.6675
0.6650
0.6626
0.6600
0.6586
0.6571
0.8557
0.6543
0.6529
0.8514
0.6500
0.6483
0.6467
0.6450
0.6433
0.6417
0.8400
0.6386
0.6371

47.23
41.82
40.37
45.97
47.62
50.47
52.02
52.05
47.92
45.49
42.25
41.27
38.11
35.07
37.02
37.84
3879
40.53
40.47
45.37
47.40
48.66
44.82
43.98
41.63
43.10
3937
35.59
30.92
48.35
54.13
56.56
56.61
57.24
50.59
47.2¢
40.08
38.33
42.02
43.57
473
50.27
55.37
56.39
57.79
57.00
57.31
58.48
53.21
52.33
52.08
55.21
59.65

1.45
2.03
2.25
1.75
1.22
0.94
0.80
.98
1.50
1.94
1.81
2.10
2.48
2.70
2.30
2.02
1.83
2.06
3.54
3.73
212
2.18
2.78
3.50
4.59
4.35
3.86
3.96
2.92
1.48
1.05
1.05
0.93
0.92
1.37
1.51
2.04
1.79
1.47
1.65
1.22
1.02
0.74
0.82
1.07
0.89
Q.77
0.82
0.83
0.87
0.89
0.65
0.80

Top 112f Top pofymorphus SZ

Base 112f
Top 112e

Base 112e
Top t12d

Base 112d
Top 112¢

Base 112¢
Topi1i12b

Base 112b
Top 112a

Base 112a
Top 111e



BM-89

BM-90

BM-g1

BM-92

BM-93

BM-94

BM-95

BM-96

BM-97

BM-a8

BM-29

BM-100
BM-101
BM-102
BM-103
BM-104
BM-105
BM-106
BM-107
BM-108
BM-109
BM-110
BM-111
BM-112
BM-113
BM-114
BM-115
EM-115
BM-117
BM-118
BM-119
BEM-120
BM-121
BM-122
BM-123
BM-124
BM-125
BM-126
BM-127
BM-128
BM-129
BM-130
BM-131
BM-132
BM-133
BM-134
BM-135
BM-136
BM-137
BM-138
BM-139
BM-140
BM-141

12.87
1284
12.81
12.78
12.75
1272
12.69
12.66
12.863
12.60
1257
12.54
12.51
12.48
12.45
12,42
12.39
1236
12.33
12.30
12.27
12.24
1221
12.18
12.15
1212
12.09
12.06
12.03
12.00
11.97
11.94
1.9
11.88
11.85
11.82
11.79
11.76
11.73
11.70
11.67
11.64
11.61
11.68
11.556
11.52
11.49
11.46
11.43
11.40
11.37
11.34
11.31

0.8357
0.8343
0.6329
0.6314
0.6300
0.6289
0.6278
0.6267
0.6256
0.6244
0.6233
0.8222
0.6211
0.6200
0.6180
0.6160
0.6140
0.6120
0.6100
0.6080
0.6060
0.6040
0.6020
0.6000
0.5983
0.5967
0.5850
0.5933
0.5917
0.5800
0.5850
0.5800
0.5790
0.5780
0.5770
0.5760
0.5750
0.5740
0.5730
0.5720
0.5710
0.5700
0.5688
0.5675
0.5663
0.5650
0.5638
0.5625
0.5613
0.5600
0.5580
0.3580
0.5570

69.36
71.05
73.96
74.99
77.11
75.16
71.21
70.38
69.01
68.89
66.18
G63.98
52.65
5247
53.58
64.72
G8.08
71.43
71.76
65.81
&61.11
B5B.78
54.75
52.96
55.41
57.80
61,71
63.81
65.01
66.06
65.08
G1.51
62.91
64.54
66.85
67.77
68.80
70.42
70.75
70.59
70.58
72.08
60.48
68.36
54.46
48.26
46.69
43.52
43.49
41.83
41.97
42.83
42.08

0.51
0.46
0.36
0.53
Q.40
0.44
0.82
0.50
0.56
0.74
0.63
0.98
1.39
1.78
2.23
0.93
0.86
0.37
0.58
0.67
1.02
0.95
115
1.43
1.32
1.30
0.97
1.27
0.88
0.72
0.66
1.13
1.01
1.00
0.81
0.66
0.57
0.50
0.32
0.49
0.68
0.44
0.58
0.54
1.34
2.02
2.73
3.59
4.82
4.07
4.02
3.63
3.46

Base 111e
Top 111d

Base 111d
Top 111c

Base 111c
Top 1tib

Base 111b
Top 111a

Base 1113
Top 110b



BM-142
BM-143
BM-144
BM-145
BM-146
BM-147
BM-148
BM-149
BM-150
BM-151
BM-152
BM-153
BM-154
BM-155
BM-156
BM-157
BM-158
BM-159
BM-160
BM-161
BM-162
BM-163
BM-184
Bi-165
BM-166
BM-167
BM-168
BM-169
BM-170
BM-171
BM-172
BM-173
Bh-174
BM-175
BM-176
BM-177
BM-178
BM-179
Br-180
BM-181
Bi-182
BmM-183
BM-184
BM-185
BM-186
BM-187
Bi-188
Br-189
EMAZ8
BMB1
BMB2
BMB3
BMB4

11.28
11.25
11.22
11.19
11.16
11.13
11.10
11.07
11.04
11.01
10.98
10.95
10.92
10.89
10.86
10.83
10.80
10.77
10.74
10.71
10.68
10.65
10.62
10.59
10.56
10.53
10.50
10.47
10.44
10.41
10.38
10.35
10.32
10.29
10.26
10.23
10.20
1047
10.14
10.11
10.08
10.056
10.02
9.89
9.96
9.93
9.90
9.87
9.84
9.81
9.78
9.75
9.72

0.5560
0.5550
0.5540
0.5530
0.5520
0.5510
0.5500
0.5486
0.5471
0.5457
0.5443
0.5429
0.5414
0.5400
Q.5367
0.5333
0.5300
0.52886
0.5271
0.5257
0.5243
0.5229
0.5214
0.5200
0.5180
0.5160
0.5140
0.5120
0.5100
0.53075
0.5050
0.5025
0.5000
0.4983
0.4967
0.4950
0.4933
0.4917
0.4900
0.4883
0.4887
0.4850
0.4833
0.4817
0.4800
0.4783
0.4767
0.4750
0.4733
0.4717
0.4700
0.4686
0.4671

43.17
42.20
45.30
43.91
47.45
47.95
48.03
42.97
40.85
38.33
38.01
38.77
37.M1
37.56
43.99
46.93
51.14
50.07
44.H
45.39
4562
39.16
38.62
35.33
40.04
51.33
52.20
54.23
5534
41.46
3r.72
32.33
32.10
34.45
37.57
40.27
43.06
50.22
52.59
50.36
49.37
47.84
40.55
37.72
36.35
37.07
38.24
48.12
51.74
52.24
53.09
48.03
40.97

3.00
2.83
2.57
2.60
2.93
2.69
2.40
3.44
417
3.97
3.64
3.35
2.83
277
2.49
2,55
1.91
2.01
2.79
3.05
3.28
5.88
447
3.81
2.58
1.32
1.37
1.26
1.26
2.44
2.83
4,66
443
3.69
3.74
2.53
1.78
157
1.30
1.54
1.58
1.67
2.66
4,42
4.21
3.48
2.90
164
1.43
1.43
1.32
2.08
2.90

Base 110b
Top 110a



BMBS

BMB6G

BMB7

BMEBB

BMBSg

BMB10
BMB11
EMB12
BMB13
BiMBi4
BMB15
BMB16
BMB17
BMB18
BMB19
BMB20
BMB21
BMB22
BMB23
BMB24
BMB25
BMB26
BmB27
amMB2s
BMB29
BME30
BMB31
BMB32
BMB33
BMB34
BWB3s
BMB36
BMB37
BMB38
BMEBE39
EMB40
BMB41
BMB42
BMB43
BMB44
BMB45
BMB46
EMB47
BMB48
BEMB4g
BMBSO
BMB51
BMB52
BMBS53
BMB54
BMB5S
BMBE6
BMB57

9.69
9.66
9.63
9.60
9.57
9.54
.51
9.48
9.45
2.42
9,39
9.38
9.33
9.30
9.27
9.24
a.21
9.18
2.15
912
9.09
9.06
9.03
9.00
8.97
8.94
8.1
8.88
8.65
8.82
8.79
8.76
8.73
8.70
B.67
8.64
8.61
8.58
855
8.52
8.43
8.46
8.43
8.40
8.37
834
8.31
8.28
8.25
8.22
8.19
8.18
8.13

0.4657
0.4643
0.4629
04614
0.4600
0.4580
0.4560
0.4540
0.4520
0.4500
0.4486
0.4471
0.4457
0.4443
0.4429
0.4414
0.4400
0.4380
0.4360
0.4340
0.4320
0.4300
0.4286
0.4271
0.4257
0.4243
0.4229
0.4214
0.4200
0.4183
0.4167
0.4150
0.4133
04117
C.4100
0.4088
0.4075
0.4063
0.4050
0.4038
0.4025
0.4013
0.4000
0.3983
0.3967
0.3950
0.3933
0.3917
0.3900
0.3888
0.3875
0.3863
0.3850

43.09
41.84
39.95
38.18
37.38
A1.77
47.98
50.87
52.82
54.14
51.72
52,77
49.95
45.56
44.12
39.45
38.69
42.13
44.67
50.42
51.73
58.65
57.71
55.98
50.77
51.02
47.39
43.46
41,90
42.89
4348
47.42
49.19
55.52
57.73
51.03
48.74
48.87
47.63
44.51
42.85
42.94
39.07
40.25
41.18
43.27
44.57
28.33
49.24
48.93
46.83
4597
43.79

3.08
4.31
3.95
3.89
a.so
2.80
1.61
1.51
1.50
1.60
1.54
1.43
1.68
2.04
1.79
2.18
2.40
1.72
1.67
1.28
1.30
0.98
113
1.08
1.27
1.32
173
.76
4.08
.62
1.62
1.25
1.32
1.07
0.84
2.49
1.84
1.94
217
3.57
3.9
3.79
3.68
2.95
2.23
1.81
1.81
1.88
1.95
2.08
2,57
2.76
3.95
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BMBs8
BMBES
BMBEO
BMBE1
BMB&2
BMBG3
BMB&4
BMBS5
BMBG6
BMB67
BMBGE
BMBGS
BMB70
BMB71
BMB72
BMB73
BMB74
BMB75
BMB78
BMB7Y7
BMB78
BMB79
BMBBO
BMBE1
BMB82
BMBS83
‘BMBB4
BMB85
BMBas
BMBS&7
BMBag
BMB&9
BMBS20O
BMBS1
BMB92
BMBS93
BMB94
BMB9S
BMB9s
BMBO97
BMBS9S
BMBS@
BME100
BMB101
BMB102
BMB103
BMB104
BMB10s
BMB106
BMB107
BMB108
BMB10S
BMB110

8.10
8.07
8.04
8.01
7.98
7.95
7.82
7.89
7.86
7.83
7.80
777
7.74
7.7
7.68
7.65
7.62
7.59
7.56
7.53
7.50
7.47
7.44
7.4
7.38
7.35
7.32
7.29
7.26
7.23
7.20
7.7
7.14
7.1
7.08
7.05
7.02
6.99
6.96
6.93
6.90
6.87
6.84
6.51
6.78
6.75
6.72
6.69
6.66
6.63
6.80
6.57
6.54

0.3838
0.3825
0:3813
(.3800
0.3788
0.3775
0.3763
0.3750
0.3738
0.3725
0.3713
0.3700
0.3680
0.2660
0.3640
0.3620
0.3600
0.3586
0.3571
0.3557
0.3543
0.3528
0.3514
0.3500
0.3480
0.3460
0.3440
0.3420
0.3400
0.3367
0.3333
0.2300
0.3283
0.3267
0.3250
0.3233
0.3217
0.3200
0.3183
0.3167
0.3150
0.3133
0.3117
0.3100
0.3091
0.3082
0.3073
0.2064
0.3055
0.3048
0.3036
0.3027
0.3018

43.53
40.68
40.12
38.92
39.77
43.31
48.79
50.18
52.02
54.01
54.78
55.56
53.12
45.70
44.26
43.13
41.91
43.24
4314
47.41
48.84
49.90
49.38
49.48
45.41
4216
40.95
38.56
3492
34.89
4607
51.20
48.31
47.37
43.73
38.23
34.76
33.36
33.47
37.10
39.32
41.85
49.93
52.28
52.17
51.45
48.72
48.89
4715
46.47
45.28
37.27
36.16

4.23
4.63
4.40
3.94
2.33
2.04
1.76
1.70
1.64
1.48
1.43
1.39
1.60
2,50
321
4.19
4.66
412
4.19
1.89
1.84
1.86
1.43
1.89
219
2.49
3.80
4.33
378
27
183
2.04
2.21
213
2.55
313
3.37
2.57
2.20
1.76
1.74
1.80
1.46
1.59
1.58
1.70
1.90
2.07
2.34
2.48
251
3.29
3.53
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BMBi11
BMB112
BMB113
BMB114
BMB115
BMB116
BMB117
BMB118
BMB119
BMB120
BEMB1i21
BMB122
BMB123
BMB124
BmMmetszs
BMB126
BMB127
BMB128
BMB129
BMB130
BMB131
BMB132
BMB133
BMB134
BMB135
BMB136
BMB137
BMB138
BMB139
BMB140
BMB141
BMB142
BMB143
BMB144
BMB145
BMB148
BEMB147
BMBi48
BMB149
BMB150
BMB151
BMB152
BMB153
BMB154
BMB155
BMB158
BMB157
BMB158
BMB159
BMB180
BMB161
BMB162
BMB163

5.51
6.48
6.45
6.42
6.39
6.38
6.33
6.30
6.27
6.24
6.21
§.18
6.15
6.12
8.09
6.06
6.03
6.00
597
594
591
5.88
5.85
5.82
5.79
5.76
5.73
570
5.67
5.64
5.61
5.58
5.55
5.52
5.49
5.46
5.43
5.40
5.37
5.34
5.31
5.28
B.25
6.22
5.19
516
5.13
5.1C
5.07
5.04
5.01
4.98
4.95

0.3009
0.3000
0.2983
0.2967
0.2950
0.2933
0.2917
0.2900
0.2888
0.2875
0.2863
0.2850
0.2838
0.2825
0.2813
(.2800
Q.2775
0.2750
0.2725
0.2700
0.2688
0.2675
0.2663
0.2650
0.2638
0.2625
0.2613
0.2600
0.2580
0.2580
0.2540
0.2520
0.2500
0.2475
0.2450
0.2425
0.2400
0.2386
0.2371
0.2357
0.2343
0.2329
0.2314
0.2300
0.2275
0.2250
0.2225
0.2200
0.2175
0.2150
¢.2125
0.2100
0.2080

38.61
35.52
36.78
36.15
40.43
41.49
40.75
404
38.97
41.43
41.67
30.84
30.28
38.91
28.18
37.67
42.16
43.44
43.76
49.65
47.27
44.03
40.13
43.67
43.47
44.51
42.60
38.76
39.83
42,19
41.97
44.32
45.44
43.18
42.27
44.5%
36.87
38.52
37.26
38.66
40.85
41.77
4238
42.43
42.76
43.52
42.34
41.82
44.55
48.1
49.07
5067
50.08

3.37
413
4.53
4.48
4.83
4.07
2,72
3.15
3.53
3.47
2.49
3.45
3.79
3.89
a.35
3.14
3.00
275
2,30
1.95
2.48
3
3.45
3.54
4.52
4.7
4.21
4.05
3.27
2.02
2.18
2.24
2.07
2.40
2.71
2.63
4.35
5.29
3.91
3.93
3.70
2.78
3.09
3.84
439
5.28
5.45
5.37
5.65
3.90
331
2.99
4.36
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BMB164
BMBi165
BMB166
BMB167
BrMB168
BMB169
BMB170
BMB171
BMB172
BMB173
BMB174
BMB175
BMB176
BMB177
BMB178
BMB179
BMB180
BMB181
BMB182
BMB183
BMB184
BMB185
BMBige
BMB187
EMB188
BwmBigae
BMB190
BMB1S1
EMB192
BMB183
BMB194
EMB195
BMB196
BMB197
BMB188
BMB199
BMB200
BMB201
BMB202
BMB203
BMB204
BMB205
BMB206
BMB207
BMB208
BMB209
BMB210
BwMB211
BMB212
BMB213
BMB214
BMB215
BMB216

492
4.89
4.86
4.83
4.80
477
4.74
4.71
4.68
4.65
462
459
4,56
453
4.50
4.47
4.44
4.41
4.38
4.35
4.32
429
4.26
4.23
4.20
4147
414
a.41
4.08
4.05
102
3.99
3.96
3.93
3.90
3.87
3.84
3.81
3.78
3.75
372
3.69
3.66
3.63
3.60
3.57
3.54
3.51
3.48
345
342
3.39
3.36

0.2080
0.2040
0.2020
0.2000
0.1983
01967
0.1950
0.1933
0.1917
0.1900
0.1866
0.1833
0.1800
0.1783
0.1787
0.1750
01733
01747
01700
0.1680
0.1660
0.1640
0.1620
0.1600
0.1588
0.1578
0.1567
0.1556
0.1544
0.1533
01522
0.1511
0.1500
0.1486
0.1471
0.1457
0.1443
0.1429
0.1414
0.1400
0.1386
0.1371
0.1357
0.1343
0.1329
0.1314
0.1300
01275
0.1250
0.1225
0.1200
0.1183
0.1167

49.51
43.29
40.69
39.00
49.76
51.47
51.9
40.99
53.08
56.16
49.79
40.95
36.88
30.65
4411
51.98
52.54
61.18
64.31
60.53
53.89
5311
53.42
5283
58.40
54.02
54.59
55.72
58.27
57.55
60.19
61.95
62.15
58.98
54.90
51.59
47.77
46.52
45.40
44,83
48.21
52,15
54.44
56.49
5829
58.81
60.03
58.31
58.44
51.37
46.13
48.27
51.34

4.70
3.35
30
3.3
2.29
213
3.18
a.28
5.05
4.93
4.30
3.38
3.36
3.00
34
2.52
2.28
.02
292
3.69
2.54
1.85
1.61
1.72
1.67
1.80
1.7
1.70
1.85
2.34
1.97
1.54
1.66
1.80
2.60
3.76
2.25
218
2.35
2.49
2.82
2.36
2.02
2.25
2.1
2.28
2.89
4.06
3.57
391
2.96
2.36
213
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BMB217
BMB218
eMB219
BMB220
BmB221
BEMB222
BMB223
BMB224
BMB225
BMB226
BMB227
BMB228
BMB229
BMB230
BMB231
BMB232
BMB233
BiMB234
BMBZ235
BMBZ36
BMB237
BWMB238
BMB23g
BMB240
BMB241
BMB242
BMB243
BMB244
BMB245
BMB246
BMB247
BMB248
BMB249
BMB250
BMB251
BMB252
8MB253
BMB254
BMB255
BMB25E
BMB257
BMB258
BMB259
BMB260
BME261
BMB262
BMB263
BMB264
BMB265
BMB266
BMB2567
BMBZ268
BMB269

3.33
3.30
3.27
3.24
3.21
3.18
3.15
312
3.09
3.08
3.03
3,00
297
2.94
2.91
2.88
2.85
2.82
2.79
2.76
2.73
2.70
287
264
2.61
2.58
2.55
252
2.49
2.48
2.43
2.40
2.37
2.34
2.31
2.28
2.25
2.22
2.19
2.16
213
210
207
2.04
2.01
1.98
1.95
1.92
1.89
1.86
1.83
1.80
1.77

0.1150
0.1133
0.1117
0.1100
0.1067
0.1033
0.1000¢
0.0986
0.0971
0.0957
0.0943
0.0829
0.0214
0.0800
0.0891
0.0882
0.0873
0.0864
0.0855
0.0848
0.0836
0.0827
0.0818
0.0809
0.0800
0.0782
0.0778
0.0767
0.0758
0.0744
0.0733
0.0722
0.0711
0.0700
0.0686
0.0671
0.0657
0.0643
0.0629
Q.0614
0.0600
0.0583
0.0567
0.0550
0.0533
0.0517
0.0500
0.0450
0.0400
0.0380
0.0360
0.0340
0.0320

31.25
52.97
52.43
53.67
52.98
50.73
46.82
53.64
54.22
60.40
862.21

G63.19
G2.54
5397
63.60
61.20
59.55
62.80
62,17
62.12
60.91

54.58
51.75
40.42
39.60
40.26
39.95
40.45
47.36
53.3

55.20
58.08
55.61

58.98
5767
568.21

55.86
54.90
5242
45.468
43.44
45.32
47.96
50.33
51.27
54.62
553

54.62
45.92
47.29
51.91

54.66
58.92

2.44
2.39
380
3.45
4.26
5.46
2.60
1.46
1.51
1.04
0.97
113
1.30
1.30
1.40
1.62
1.86
1.51
1.59
1.57
1.74
2.81
4.59
5.46
5.55
5.19
4.72
4.00
279
2.28
210
2.41
2.41
1.83
1.70
2.45
2.21
2.84
4.34
2.18
265
303
3.37
3.09
2.90
3.22
3.49
4.56
4.88
3.27
310
3.25
3.78
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Base 110a
Top 109

Base 102
Top 108

Base pofymorphus 52
Top taylori 82



BMB270
BMB271
BMB272
BMB273
BMB274
BMB275
BMB276
BMB277
BMB278
BMB279
BMB280
BMB281
BMB282
BMB283
BMB284
BMB285
BMBZ286
BEMB287
BMBZ288
BMB289
BMB290
BMB291
BMB292
BMB293
BMB294
BMB295
BMB296
BMB297
BMB298
BEMB299
BMB300
BMB301
BMB302
BMB303
EMB304
EMB305
BMB306
BMB307
BMB308
EMB309
BMB310
BMB311
BME312
EMB313
BMB314
BMB315
BMB316
BMB317
BMB318
BMB319
BMB320
BMB321
BMB322

1.74
1.71
1.68
1.65
1.82
1.59
1.56
1.83
1.50
1.47
1.44
1.41
1.38
1.35
1.32
1.29
1.26
1.23
1.20
117
1.14
1.11
1.08
1.05
1.02
0.99
0.96
0.53
0.90
0.87
0.84
0.81
0.78
0.75
072
0.69
0.66
0.63
0.60
0.57
0.54
0.51
0.48
0.45
0.42
0.39
0.36
0.33
0.30
0.27
0.24
o.21
0.18

0.0300
0.0275
0.0250
0.0225
0.0200
0.0175
0.0150
0.0125
0.0100
0.0080
0.0060
0.0040
0.0020
0.0000
N.A.
N.A.
NLA.
N.A.
NLA.
NLA.
N.A.
N.A.
N.A.
NA.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.
N.A.

60.63
52.43
52.48
50.72
47.87
48.99
43.41
5531
60.94
56.38
51.87
49.35
47.47
46.94
48.73
49.86
50.87
53.15
58.32
61.1
64.66
70.61
75.20
77.09
78.16
72.37
67.49
50.08
57.32
54.51
60.37
59.32
B62.66
68.13
73.01
67.30
57.04
37.06
57.H
57.87
68.72
69.23
74.52
74.12
79.09
86.38
8214
82.62
72.28
67.62
g4.42
61.93
63.46

3.70
3.41
4.70
3.47
3.55
3.01
312
3.66
375
387
3.49
1.90
2.00
2.20
2.03
1.83
1.84
1.77
1.73
1.48
1.56
1.39
1.10
0.86
0.71
0.83
1.05
2.49
2.00
2.28
1.85
2.04
1.98
1.68
115
0.89
1.27
1.37
1.36
212
1.59
1.59
1.03
0.88
0.75
0.32
0.59
0.58
1.21
1.37
1.70
1.20
1.06
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Base 108
Top 107

Base 107
Top 108

Base 106
Top 105

Bed 105
Top 104



BMB323 0.1 N.A, 64.21 1.82

BMB324 0.12 N.A. 65.82 1.94

BMB325 0.02 N.A. 69.23 1.07 Base 104

BMB326 0.06 N.A. 91.20 0.28 Top 103

BMEB327 0.03 N.A. 91.48 0.28

BMB328 0.00 N.A. 90.12 0.29 Base 103 B taylori 87 & jamesoni £

*1 "Age” refers to Belemnite Marls cyclostratigraphic time scale. This time scale was developed by assigning 10,000 years hetween carbonate
maxima and minima {20kyr per coupiet) for the part of the formation that is believed to be stratigraphically complete at the scate of couplets,
Note that the “Age” values are not at constant time intervals.

*2 Bed numbers from Lang et al. (1928).

*3 Ammanite biostratigraphy from Lang et al. (1928} and Palmer {1872). £ = Zone, 5Z = Subzone.
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