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TABLE DR1. Th-U DATES (2σ ERRORS) 
Sample Lab.

No.

Distance

from base 
δ234U Conc. 238U Conc. 232Th Conc. 230Th Age 

(cm) (‰) ± (‰) (µg/g) ± (µg/g) (ng/g) ± (ng/g) (pg/g) ± (pg/g) (ka) ± (ka) 

SPA 52 1984 1.1 17.9 2.9 15.981 0.030 4.008 0.012 226.13 0.79 204.1 3.1 

SPA 52 2486 2.1 13.6 1.4 15.025 0.015 38.329 0.077 210.76 0.61 202.0 2.1 

SPA 52 2485 3.1 12.1 3.2 46.707 0.093 6.547 0.046 645.1 5.4 195.0 5.0 

SPA 52 2368 3.2 15.0 1.9 42.002 0.050 2.944 0.013 586.6 2.3 198.6 2.7 

SPA 52 2367 3.8 16.4 1.4 30.478 0.030 4.6368 0.0093 427.2 1.2 199.7 1.9 

SPA 52 2437 4.9 20.7 2.3 85.90 0.13 5.708 0.038 1203.0 7.7 196.4 3.8 

SPA 52 2436 5.9 20.7 2.9 57.30 0.10 9.049 0.071 788.94 6.71 187.6 4.6 

SPA 52 2484 6.9 7.1 1.5 27.628 0.028 14.238 0.040 376.1 1.1 190.1 1.8 

SPA 52 2055 9.3 7.9 3.4 116.32 0.28 0.5036 0.0022 1563.2 6.3 183.3 2.9 

SPA 52 1985 10.2 -4.8 2.2 62.234 0.093 0.4400 0.0028 822.9 3.9 182.9 2.6 

SPA 52 2288 11.9 -2.1 2.3 29.274 0.041 62.78 0.26 389.7 1.9 184.5 2.7 

SPA 52 2433 12.5 21.7 2.0 30.084 0.036 218.08 0.63 371.4 1.3 145.0 1.3 

SPA 52 2391 13.0 28.5 2.0 42.197 0.055 72.29 0.23 506.5 1.9 135.0 1.2 

SPA 52 2321 13.6 27.3 2.3 89.30 0.13 42.74 0.18 1054.5 4.1 131.2 1.2 

SPA 52 2320 14.4 24.3 2.8 97.49 0.19 122.48 0.55 1144.2 5.4 130.5 1.5 

SPA 52 2319 15.0 23.5 2.5 102.67 0.17 86.44 0.36 1211.8 4.6 132.1 1.3 

SPA 52 2318 15.7 19.2 1.4 105.702 0.032 76.84 0.41 1245.6 7.1 133.0 1.5 

SPA 52 2054 15.8 20.8 2.8 90.76 0.15 80.75 0.52 1074.1 8.2 133.6 2.2 

SPA 52 2317 16.2 16.7 2.7 107.22 0.18 127.58 0.61 1247.4 7.5 130.4 1.7 

SPA 52 2432 16.9 12.2 1.8 7.2360 0.0072 24.13 0.10 83.35 0.58 129.2 1.8 

SPA 52 2287 16.9 16.1 2.2 94.70 0.14 139.88 0.34 1102.6 3.3 130.8 1.1 

SPA 52 2315 18.1 13.4 1.6 3.5377 0.0035 5.314 0.012 39.53 0.13 121.78 0.87 

SPA 52 2314 18.5 14.7 1.4 3.7506 0.0038 9.465 0.019 41.53 0.12 119.43 0.75 

SPA 52 1987 18.7 21.3 2.4 3.0976 0.0031 4.070 0.015 34.39 0.23 118.4 1.5 

SPA 52 2429 19.7 16.5 2.5 3.1592 0.0038 1.6431 0.0064 35.11 0.26 119.9 1.8 

SPA 52 2430 20.3 21.6 2.0 3.3910 0.0034 7.872 0.037 37.24 0.34 116.0 1.9 

SPA 52 2431 21.5 25.3 2.0 68.676 0.096 4.853 0.011 654.0 1.4 91.10 0.47 

SPA 11 1372 top unit 4 26.0 2.3 8.701 0.014 10.023 0.041 96.42 0.79 117.0 1.8 

SPA 11 1591 base unit 4 21.4 3.0 3.4148 0.0068 4.388 0.014 38.28 0.20 120.5 1.4 

SPA 11 1590 top unit 1 4.0 2.4 28.130 0.048 166.40 0.43 373.3 1.6 179.5 2.5 

SPA 11 1373 base unit 1 23.0 2.4 47.417 0.071 3.155 0.013 673.6 2.5 202.8 2.9 


